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SEQUENCE LISTING 



<110> KOLOPP-SARDA, MARIE NATHALIE 
BENE, MARIE-CHRISTINE 
PANINA, PAOLA 
DI LUCIA, PIETRO 
LEVY, BRUNO 

BOLLAERT, P IERRE-EDOUARD 
FAURE, GILBERT 
GIBOT, SEBASTIEN 

<120> METHOD OF DIAGNOSING INFECTIOUS DISEASE BY MEASURING THE 
LEVEL OF SOLUBLE TREM-1 IN A SAMPLE 

<130> 059718-0108 

<140> 10587356 
<141> 2010-03-23 



<150> PCT/GB2005/000273 
<151> 2005-01-27 

<150> GB 0401730.7 
<151> 2004-01-27 

<160> 4 

<170> Patentln version 3.5 

<210> 1 

<211> 884 

<212> DNA 

<213> Homo sapiens 



<400> 1 

ctactactac taaattcgcg gccggtcgac gctggtgcac aggaaggatg aggaagacca 60 

ggctctgggg gctgctgtgg atgctctttg tctcagaact ccgagctgca actaaattaa 120 

ctgaggaaaa gtatgaactg aaagaggggc agaccctgga tgtgaaatgt gactacacgc 180 

tagagaagtt tgccagcagc cagaaagctt ggcagataat aagggacgga gagatgccca 240 

agaccctggc atgcacagag aggccttcaa agaattccca tccagtccaa gtggggagga 300 

tcatactaga agactaccat gatcatggtt tactgcgcgt ccgaatggtc aaccttcaag 360 

tggaagattc tggactgtat cagtgtgtga tctaccagcc tcccaaggag cctcacatgc 420 

tgttcgatcg catccgcttg gtggtgacca agggtttttc agggacccct ggctccaatg 480 

agaattctac ccagaatgtg tataagattc ctcctaccac cactaaggcc ttgtgcccac 540 

tctataccag ccccagaact gtgacccaag ctccacccaa gtcaactgcc gatgtctcca 600 

ctcctgactc tgaaatcaac cttacaaatg tgacagatat catcagggtt ccggtgttca 660 



acattgtcat tctcctggct ggtggattcc tgagtaagag cctggtcttc tctgtcctgt 720 



ttgctgtcac gctgaggtca tttgtaccct aggcccacga acccacgaga atgtcctctg 780 
acttccagcc acatccatct ggcagttgtg ccaagggagg agggaggagg taaaaggcag 840 
ggagttaata acatgaatta aatctgtaat caccagctat ttct 884 



<210> 2 
<211> 234 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Arg Lys Thr Arg Leu Trp Gly Leu Leu Trp Met Leu Phe Val Ser 
15 10 15 



Glu Leu Arg Ala Ala Thr Lys Leu Thr Glu Glu Lys Tyr Glu Leu Lys 

20 25 30 



Glu Gly Gin Thr Leu Asp Val Lys Cys Asp Tyr Thr Leu Glu Lys Phe 
35 40 45 



Ala Ser Ser Gin Lys Ala Trp Gin lie lie Arg Asp Gly Glu Met Pro 
50 55 60 



Lys Thr Leu Ala Cys Thr Glu Arg Pro Ser Lys Asn Ser His Pro Val 
65 70 75 80 



Gin Val Gly Arg lie lie Leu Glu Asp Tyr His Asp His Gly Leu Leu 

85 90 95 



Arg Val Arg Met Val Asn Leu Gin Val Glu Asp Ser Gly Leu Tyr Gin 

100 105 110 



Cys Val lie Tyr Gin Pro Pro Lys Glu Pro His Met Leu Phe Asp Arg 
115 120 125 



lie Arg Leu Val Val Thr Lys Gly Phe Ser Gly Thr Pro Gly Ser Asn 
130 135 140 



Glu Asn Ser Thr Gin Asn Val Tyr Lys lie Pro Pro Thr Thr Thr Lys 
145 150 155 160 



Ala Leu Cys Pro Leu Tyr Thr Ser Pro Arg Thr Val Thr Gin Ala Pro 



165 



170 



175 



Pro Lys Ser Thr Ala Asp Val Ser Thr Pro Asp Ser Glu lie Asn Leu 

180 185 190 



Thr Asn Val Thr Asp lie lie Arg Val Pro Val Phe Asn lie Val lie 
195 200 205 



Leu Leu Ala Gly Gly Phe Leu Ser Lys Ser Leu Val Phe Ser Val Leu 

210 215 220 



Phe Ala Val Thr Leu Arg Ser Phe Val Pro 
225 230 



<210> 3 

<211> 20 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic primer 

<400> 3 

gctggtgcac aggaaggatg 2 0 



<210> 4 
<211> 21 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic primer 



<400> 4 

ggctggaagt cagaggacat t 



21 



